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TotalSeg-D Heme Oncology Cocktail v1.0 Targets:

CD1c CD10 CD22 CD45 CD64 CD138
CcD2 CD11b CD25 CD45RA CD69 CD141
CD3 CD11c CD30 CD45RO CD71 CD163
CD4 CD13 CD33 CD49d CD83 CD303
CD5 CD14 CD34 CD56 CD90 CD304
CD7 CD16 CD38 CD62L CcD117 Fc'RI°

CD8 CD19 CD44 CD62P CD123 HLA-DR

Protein cluster signature vs analyte and barcode, subsorted by DNA
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Create interactive plots for easy exploration
of single-cell data

[Multiomics Analysis Software Workﬂow]

View protein and RNA
expression data by cluster

Geometric Mean for Cells in Lassos

UPLOAD DATA

MAS supports count yles generated by Cell Ranger
or Seurat. For TotalSeq PhenoCyte work®ows, MAS

(GACAGCATGCACTECAGCATE \GLTAG)
supports FASTQ jles. ‘E'

REVIEW DEMULTIPLEXING RESULTS

MAS automatically demultiplexes data by sample
(when necessary) and filters cells based on UMI
complexity.

-/ [

e PERFORM RNA ANALYSIS

For experiments with RNA data, normalize gene
expression and create thresholds for inclusion of
genes in downstream analysis.

\
ADD GATES

Use flow cytometry-like gating strategies to
clean up your data and define cell populations of

interest.

GENERATE DIMENSIONALITY
REDUCTION PLOTS
Choose from UMAP, tSNE, and TriMap plots.

A

o CLUSTER CELLS TO UNDERSTAND
CELLULAR HETEROGENEITY

MAS uses using community detection algorithms
to cluster cells based on protein expression.

Z/

EXPLORE INTERACTIVE PLOTS

Perform differential expression analysis between
cell clusters.

Compare clusters to identify
markers of interest
Naive B cells ¥ E]
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