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_yF=)Java 8 LUIENWEICRDTUVEXT

WFall2020VU)—Z LI, IPADEE)CJava 8 LLED CERANMBEE RV ELE

BRI TIERVIPA ClientzZ CERODA T EVIPADERIICHRRENE U ZIGEE IBESELD
IPA Clientz—E 721 AXb—JVU. https://analysis.ingenuity.com/pa/installer/select H5.
OSIZH>Ie&HREBAVAM—ILUBEL T EL)

INGENUITY

PATHWAY ANALYSIS

Make it easier to launch by installing the IPA client on your computer

This installer will enable vou to access IPA like other desktop applications on vour computer (though still requiring an internet connection).
You will no longer need to launch IPA through a browser and no longer need to install Java.

Click on the button below to download the installer

(LRGN BN EERE  (Installer recommended for your computer)

Other options:

» IPA for 32-bit Windows
» IPA for Mac OS5 X
For more information on this improved IPA launch method, see this help page.

Mote: If you have trouble installing or logging in with the IP& client, please click here for an alternate method to launch IPA.

WebitE)z CER DAL, Oraclett kW Java SLIBED/IN—I3 &A1 AR —=IJLULTWEESMHENGY FT
(FMELEBREEEZZFT & RDBINRLIPA Clienth s ERZPEHLTHYET)
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Overlay SNHENETEINKU/

BMOverlay > Analyses, Datasets, & Lists®Matching molecules(&. 7 74V TlE. 77—V C
BFENDI IR TDETIF L, HRZH! VL (Fold ChangeR &) &FRimg DL DRV ELUTZ,

M2 OHLEDANnalyses® Tt vhEEBINT D&, /—RITSTUNSBRET ST)DBRYET—0%0
INZAITTAD/—RDBEICT IA IV TRIIEINDKRDICRY XUz,

Canonical Pathways - 0o x

X Role of Oct4...

a B et O B @ ¥) (v @ Buid Overlay Path Designer  View: L3 ¢ | Zoom: [d) Export: b BB @» o ® @

Overtay: [ Anal Datasets & List | {Role of Oct4 in Mammalian Embryonic Stem Cell Pluripotency |~/ / /7 —
veriay: | Analyses, Datasets Ists > Overlay: ESC vs. CM (cardiomyocytes), Expr Fold Change
Rt 3
Clear __Ignore Analysis Cutoff ~
«e
L 4

Overlay datasets, analyses and lists

2) When you add a second dataset or analysis |z -
(Add more...), bar charts appear automatically [*%
* for nodes on the network or pathway

e

Fold Chan...

latching

=
o]

pi

x
ﬁ Name (se/ect to overlay)
1 Escvs MES, CP, CM_FC_1, P_0_05, RPKM_10 in one_for u... - ESC vs. MES (mesoderm) 13 +
2 Escvs MES, CP, CM_FC_1, P_0_05, RPKM_10 in one_for up... - ESC vs. CP (precursors) 16 v -
3 Escvs MES, CP, CM_FC_1, P_0_05, RPKM_10 in one_f... - ESC vs. CM (cardiomyocytes) 13

AllY Add more... Remove se -203
Expr Fold Cha...

oy
123 LN
1934103 | —————pCCNI
.-1613.521
2032303 JA :
Matching molecules 2
/  Symbol (T! Display name T Index '
Measurement 1 2 3 ESC vs. CM (cardiomyocytes)

O (=] PHC1 Expr Fold Cha... ~ ~—= -49.645 +
o POUSFI ocTa ExprFold Cha.. 1  -12453.898 + 1) Now, by default, only the primary
o sox2 sox2 ———— R (overlaid) measurement type is shown
o spp1 SPP1 T p— in the table, for example fold change
- ek 5
I TOH Expr Fold Cha... =y  -18708.575 + @ SIS
Show node charts for multi overlay: ®) Always For rows selected above Don't show 1 - |~ °
~Graph overlay options
Fill Measurement  Show value Range
Pluripotéency
©) ExprFoldCh... ) -849.124 W) emm 241.702 w

Expr Intensity... ]

/| Display isoform badges on nodes © 2000-2020 QIAGEN. All rights reserved.

Matching moleculesa ELDEERY NS, TR~ DIEL
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Display as Network "2 MDENN

B microRNA Target Filter x>, Causal Networks # 7. Regulator Effects ¥ 7 MD_LERIC.
Display as Network Ry EmEnNELz,
ZEDITZEIDULRBIRUT, MRYIZEIIYVITBRE RVNT—IONRKRINET,

microRNA Target Filter - X

50 microRNA have targeting information available.

Filtered to 9 microRNAs targeting 10 mRNAs. Add/Replace mRNA dataset Expression Pairing *+

Details ~ Summary

Add To My Pathway Add To My List Create Dataset I Display As Network I | B 3
Use to filter a column. Edit columns using + .
0 microRNA dataset: MicroRNAs in tis... +  Relationship
ID % Symbol Expr Fold Cha... Source T X Confidence
\:\ hsa-let-7e let-7a-5p (and other miRNA 43,226 TargetScan Human, miRecc Experimentally Obsi
B -let- let-7a-5 d oth iRNA - i indi il i
\:\ hsa-let-7e et-7a-5p (an ermi +-3.226 Ingenuity Expert Findings, © Experimentally Obs( iRNAS wiseed AAGUGCU)
[] hsa-mir-206 miR-1-3p (and other miRNA 4 -2.564 TarBase, TargetScanHuma Experimentally Obs:
[ ] hsa-mir-195 miR-16-5p (and other miRN 4.-2 632 TarBase, TargetScan Huma Experimentally Obs: miR-16-5p (and other MIRNAs wiseed AGCAGC,
[} hsa-mir-195 miR-16-5p (and other miRN 4-2.632 Ingenuity Expert Findings  Experimentally Obs:
\j hsa-mir-106b miR-17-5p (and other miRN. 4 -2.857 Ingenuity Expert Findings, = Experimentally Obs(
[ hsa-mir-21 miR-21-5p (and other miRN 4-2.703 miRecords Experimentally Obsi
s | | | e
[] hsa-mir-373 miR-291a-3p (and other mil 4+2.830 TarBase Experimentally Obs( o -
- . . <CASP3>
[] hsa-mir-373 miR-291a-3p (and other mil 42 830 TarBase, miRecords Experimentally Obs(
["] hsa-mir-373 miR-291a-3p (and other mil +2,830 TarBase, TargetScan Huma Experimentally Obs:
\j hsa-mir-29a miR-29b-3p (and other miR 4+4.380 miRecords Experimentally Obs(
\j hsa-mir-30a-5p miR-30c-5p (and other miR +3.800 miRecords Experimentally Obs( miR-30c-5p (and other miRNAs w/seed G CA)
[} hsa-mir-34c miR-34a-5p (and other miR 4-2.857 Ingenuity Expert Findings, r Experimentally Obs« miR-295-3p (and other i@Asw{ssed—RG@ j
[] hsa-mir-34c miR-34a-5p (and other miR -2 857 Ingenuity Expert Findings  Experimentally Obsi )
Selected/Total rows : 0/14
View Filter Summary
miR-1-3p (and other miRNAS-wiseed GGAAY ),
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Analysis Match Dz ET 1 ILYDER1E

BPubMed ID&Therapeutic Area7 4 —JUR(XFF—7)HEINSNELU,
PubMed ID(PMID)IC &L 2RZETIE. TRDELS ICIDDEHER S DHZEANLUTHRZREUE T,

Therapeutic ArealC XB3RZRETIL. Bl ZIENeurology, Rheumatology, Endocrinology, Oncology
REDF—T—RTRRIDICENTEXRT,

Dataset and Analysis Search

. 27153497 Search | (@
Examples: liver, "mouse OR rat", "HeLa NOT 3T3", "p?3", "ovar*"

Search Results

Found 2 results in 11ms for query [27153497] ; My Projects > December 2020 > Analyses

Folder Types 3- lung adenocarcinoma (LUAD) [liver] NA 566 - 2020-11-22 02:03 PM
i

i ® dataset (1)
® analysis (1)

Projects

Case/Control Differences

No metadata difference between case and control.
# December 2020 (2)

= Comparison Context

Add to Comparison
Folder Name Folder Type animalstrain B6.129P2-Trp53tm1Brn/J;B6.129S4-Krastm4Tyj/J
3- lung adenocarcinoma (LUAD) [liver] NA 5666 - 2020-11-22 02:... analysis comparisoncategory Other Comparisons
Genotype:CircadianTime => KRAS LSL-G12D/+;TP53

3- lung adenocarcinoma (LUAD) [liver] NA 566 dataset

COmParisONCoNtrast g . siox -> 2120 vs ZT0
diseasestate lung adenocarcinoma (LUAD)
dosage 5x10"5 PFU

genotype KRAS LSL-G12D/+; TP53 flox/flox
organism mouse

platformname Affymetrix.MoGene-2_0-st-v1
subjecttreatment ~ AAV expressing Cre

tissue liver

treatment NA

All Experiment Metadata

raca animaletrain RA 120D2-TrnR2+tm1Rrn/ I-RAR 120QA_KractmATvil |
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B 104,000 O Findings MEM(SEt7708HLLLE)

24,000 OF Expert Findings

“44,000 DClinVarh s OHAZEARZEE Findings

"18,000 MBioGRID moigonf=y /N OBRIMEESER Findings
"2,300 O#E Gene Ontology Findings

750 @ ClinicalTrials.gov AR®D## Drug - &£ Findings
600 @ ClinicalTrials.gov BBRDFFHREE - Y—7 v Findings
“31,000DIntAct hoFoniz9y/INOBRHEE/ER Findings
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- .- - ® td. All rights reserved.
O vt Bitoy



INADTADTYVITT—k

B 3D Signaling Pathways M3En
- Ferroptosis Signaling Pathway
- Role of MAPK Signaling in Inhibiting the Pathogenesis of Influenza
- Role of MAPK Signaling in Promoting the Pathogenesis of Influenza

B 3 DOB%7F Canonical Signaling Pathways AD7 o714 ET 1 /N9—2 DB
- HER-2 Signaling in Breast Cancer
« IL-17 Signaling
- Role of Hypercytokinemia/hyperchemokinemia in the Pathogenesis of Influenza

Winter 2020 IR1E. 413 Signaling Pathways, 302 Metabolic Pathways WCFIBBWZ7Z17ET

IJZ &, Available Canonical Pathways &4
http://diagen.force.com/KnowledgeBase/KnowledgelPAPage?id=kA41i000000L500CAC
F#E. Project Manager> Libraries>Ingenuity Canonical Pathways

>Metabolic Pathways / Signaling Pathways &WUCHEEWEEITET
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OmicSoftTF—IR—AD7PYVITF—hk

B 80,000l EO@iriERMAnalysis Match&Activity Plot CRIFARIRE T *
xBHA T3> Analysis Match DS1 I INNETY

Land Repository Datasets Q3 2020 Datasets Q4 2020 Increase
HumanDisease 15,146 16,290 1144
Diseaseland MousteDisease 12,698 14,563 1865
RatDisease 3948 5480 1632
LINCS 28,234 28,234
OncoGEO 6364 7379 1015
OncoMouse 501 933 432
OncolLand TCGA 4789 4789
MetastaticCancer 81 81
Hematology 1512 2511 999
Pediatrics 444 444
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IPADENFIRIE
| Windows | Mac

Windows 10, Windows 8, macOS 11.0 Big Sur

OS* Windows 7, Windows XP macOS 10.15 Catalina,

SP2 LAP% macOS 10.14 Mojave,

Y154 .

WebJ S5 OH 1= 6\L’§f¢’ .M'CrOSOfE Eﬁ'ge Firefox 33 LAB#, Safari 7 ARz,
e 87 LABF, Firefox 5 AR, Chrome 10 L&

Chrome 10 BB N
Java JRE 1.8.0 xx LAp# JRE 1.8.0_xx LAp%

XPEARIEHDI—T—THI DM ETT
WR/N\—FD T 7R A = MERBIENNUETY

CPU Corei5 2.0 GHz Ut
XE!) 3 GB RAM LI E
=4 1200 X 800 LI E
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