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Download and install the the world’s leading bioinformatics software platform used by over 4,000 institutes in more than 125
countries.
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Geneious Command Line 2022.0.0 (Beta)

Usage: geneious [options]
Option

-i, =-input
The file(s) to be used as an input in any format supported by Geneious.
Each file should be separated by a space

-1, --list
List available operation ids. Use ~-filter <text> to only show
operations related to <text>

-p, —==-operation
The name of the operation to run, use -1 or --list to get a list of
these. This can be either the operation's name or its unique id. Please
be aware that an operation's name may change in future versions of
Geneious but that its unique id will never change

-0, ==-output
A single output file in any format supported by Geneious. All result
documents of the operation/workflow should be exportable in the output
file format
Default: output.geneious

-w, ——workflow
A .geneiousWorkflow file to run (These can be created by exporting a
workflow from Geneious). Any standard workflows bundled with Geneious
will also show up as document operations in --list

Use [--advanced] to see all available commands including how to set options
Use [--examples] to see examples
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