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Sequence Less Call More Loops Highly Targeted

Assay # Read Pairs # Loops* % Promoter Loops
Hi-C 1.6 Billion 7,092 37.5%
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e Pan Promoter Panel 150 Million 21,995 100%
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Human Mouse

Ensembl: GRCh38 v.86 Coverage  Ensembl: GRChm38 v.79 Coverage

Genes 27,375 Genes 24,141
Coding Genes 19,725 Coding Genes 21,676
LNcRNA 7,630 LNncRNA 2,469

Promoters 84,643 Promoters 47,739
Coding Genes 72,043 Coding Genes 44,372
LNncRNA 12,353 LNncRNA 3,369

Probes 161,144  Probes 117,974

=97/ LEREFRDER T T T—oa st

=T LABEAERIE. SEIFERT7TVT—U3 VISR iR
LETLHIZIE. GWAST—9D./aA—F 1 07 N\NUFPIRPVUSE . BIEF

ERERF Y. TN\ =\ A I vy IDFERICL DT ENABIGTFHIE

DIBBZ RO =TI VT BHNEIREINDCEICKWUT U T IVEE
EHNL. &Y B SIEHRTI SIS U 2 R —S5 T 3DY /SO X EERER
BEICURY T BT ENHIFTEFET,

GWAS ZF>103v— 3D/ L
(o a— )
RS LGS - gy
Lo e

WIN0)) TN\ IG— I—OTIUZADYRE
F—o25— %R Ty DFHE BRE(L

FE—=FIFILINCF0OI—FEH

phone: 03-6240-0843
email: info_ap@digital-biology.co.jp o Digital Biology
https://www.digital-biology.co.jp

Learn more at
dovetailgenomics.com

© 2025 Cantata Bio www.cantatabio.com




