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Lactococcus plantarum strain DM 20686 165 ribosomal RNA... 27 5ep 2018 1:11 pm
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Weissalla bombi strain R-530 65 ribosomal RMA, partial ... 27 Séep 2018 1:11 pm
Weissella koreensks strain 5-5623 165 ribosomal RMA gene, ... 27 Sep 2018 1:11 pm
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