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Mame: xynB F primer 5}
Type: Primer Bind (primer_bind) |48
Track: | No Track

Direction: u Forward Reverse L

Binding site: 137 O to 159 O
Primer Sequence: CTCAAACGTCTATAACACTAACA

Extension: none

Characteristics

Length: 23

Tm:54.2

%GC: 348

Hairpin Tm: None

Self Dimer Trm: None
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Name: | xynB F primer 5}
Type:  Primer Bind (primer_bind) v
Track: |No Track

Direction: @ Forward Reverse Undirectec

Binding site: 137 | £ to 159 | &
Primer Sequence: CTCAAACGTCTATAACACTAACA
Extension: none
Characteristics
Length: 23
Tm: 54.2

%GC: 34.8
Hairpin Tm: None
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