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Select Task: % Design New 7 Design with Existing 7 Design for Sequencing
<‘ Primer design uses a modified version of Primer3 2.3.7
Forward Primer DNA Probe Reverse Primer
Task: Generic v
= Included Region: 5331 To 6,878 | C
4 2 Target Region: S8l To 6,878
; Product Size Between: 200 £ And 300 O
1
] Optimal Product Size: 250 O
Number of pairs to generate: 1C
> Specificity Testing ?
> Tm Calculation
Vv Characteristics
Primer DNA Probe
Size Min: 18 | C Optimal: 20 | ¢ Max: 27 C
Tm Min: 57 £ Optimal: 60 £ Max: 63
%GC Min: 20 | C | Optimal: 50 £ Max: 80
Product Tm Min: 0 £ Optimal: 0 ¢ Max: 0 ¢
Max Tm Difference: 2 C GC Clamp: 0L
1 Max Dimer Tm: 47 1 & Max Poly-X: 5 C
Max 3' Stability: 9. C
Allow primers inside target with penalty: 0
Minimum Primer Distance: 0 ¢
\ Primer Picking Weights
Allow Degeneracy: 1
;1 > Advanced
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# Local Off-target Sites: 0
Local Off-target: NC_007596
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